
INTRODUCTION AND AIMS: Increased values of NTproBNP are proven to be
associated with cardiac failure both in nonCKD and CKD population. Relation
between increased NTproBNP values and malnutrition in the absence of overt cardiac
disease is less studied and reached the attention of nephrologists in the last years. We
evaluated the relationship between NTproBNP values and markers of malnutrition in a
cohort of predialysis CKD patients with no evidence of cardiac systolic dysfunction.
METHODS: Following local protocol for follow-up, an echocardiography exam was
performed in all patients presenting for the first time at nephrology ambulatory with
CKD as part of initial global assessment of clinical and biological status. During 1 year,
85 predialysis CKD patients (stages 3-5) with normal left ventricle ejection fraction in
echocardiography were included in the study and screened for NTproBNP values.
Relationship between NTproBNP values and malnutrition markers as BMI, serum
albumin, serum transferrin were recorded and statistically analyzed as primary objec-
tive; as second objective, relations between increased NTproBNP and several possible
confounders as hemoglobin, high-sensitive C-reactive protein, eGFR (CKD-EPI), age,
gender, and also primary kidney disease were also analyzed.
RESULTS: Increased values of NTproBNP were found in 53 patients (62.36%). In
univariate analysis, there was an inverse correlation between increased NTproBNP and
BMI (p < 0.001), serum albumin (p < 0.001), serum transferrin (p < 0.001),
hemoglobin (p < 0.001), and eGFR (p < 0.001) and a direct correlation between
increased NTproBNP and age (p < 0.001), diabetes as primary kidney disease (p <
0.001), and high-sensitive C-reactive protein (p < 0.001). No relationship was found
between NTproBNP values and gender. In multiple regression analysis, the direct rela-
tionship between increased NTproBNP and high-sensitive C-reactive protein and dia-
betes respectively and the inverse relationship between increased NTproBNP and
serum albumin and serum transfferin respectively remained significantly (p < 0.001).
CONCLUSIONS: In predialysis CKD patients without systolic cardiac dysfunction, we
found a significant correlation between increased NTproBNP values and malnutrition
and also inflammation markers, not explained only by decreased renal clearance. This
increase may be explained by augmentation of extracellular water production in
malnourished patients with intensive catabolism. Further studies are needed to assess
the potential value of NTproBNP as malnutrition marker in CKD patients.
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INTRODUCTION AND AIMS: Zinc (Zn) is an essential trace element regarding
cellular metabolism, tissue repair and inflammation. Previous studies showed that
patients with chronic kidney disease (CKD) were likely to have lower serum zinc levels.
The purpose of this study is to analyze the association between serum zinc level and
proteinuria in the patients with CKD.
METHODS: This study was a single-center, cross-sectional study that analyzed patients
with CKD between March 2014 and January 2016. Serum zinc concentration was eval-
uated in 104 pre-dialysis patients. Clinical and biochemical parameters including diabe-
tes, hypertension and estimated glomerular filtration rate (eGFR) were also analyzed.
RESULTS: Mean age of all participants was 54.47 year-old. 46 patients of the partici-
pants were male (44.2%). Median levels of serum Zn and eGFR were 70.2 ug/dL (IQR:
57.5-77.0 ug/dL) and 51.53 ml/min/1.73m2 (IQR: 13.73-88.01 mg/dL), respectively.
Serum Zn level showed positive correlation eGFR (r=0.202, p=0.039). On the other
hands, serum Zn level negatively correlated with proteinuria (r=-0.316, p=0.001) and
age (r=-0.196, p=0.046). We divided those patients into tertile groups by serum zinc
concentration. When compared lower tertile group(T1) with other groups(T2-3), the
lower tertile group of serum zinc concentration showed the smallest amount of protei-
nuria. (p = 0.01). Serum Zn level was independently associated with proteinuria of
higher than 300mg/day (OR = 0.970, 95% CI 0.941 - 1.000; p = 0.047) after adjusting
factors including diabetes, hypertension, eGFR and age.
CONCLUSIONS: Higher serum Zn level in CKD patients was related to lesser amount
of proteinuria. These results suggest that serum Zn could be used as a predictor for
progressive proteinuria in patients with CKD.
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INTRODUCTION AND AIMS: The role of inflammation in development of chronic
kidney disease (CKD) and cardiovascular disease is well known. Interleukin-6 (IL-6) is
an important mediator of the inflammatory status, and may induce kidney fibrosis as

well. IL-6 is influenced by genetic determinants; among IL6 gene polymorphisms, -
572G/C has been identified as a predictor of cardiovascular disease. On the other hand,
diet might influence on the inflammatory status and some gene responses; however,
these issues have not been studied in the kidney disease scenario. The aim of the study
was to evaluate the association of diet quality (DQ) and IL6-572G/C polymorphism
with the serum levels of IL-6 in patients with type 2 diabetes mellitus (T2DM) and
CKD stages 1-3.
METHODS: Cross-sectional study, including 184 patients with T2DM (ADA criteria).
Patients with systemic inflammatory disease, cancer, diabetic foot, infection within the
previous 2 months, and use of drugs with anti-inflammatory effects, were excluded. All
patients had a medical history and clinical evaluation. Diet was evaluated with a 24-
hour reminder and frequency of food consumption, and based on the healthy eating
index (Dept. of Agriculture, USA), DQ was classified as: healthy (score�80) or poor
(<79). IL-6 was quantified by ultrasensitive ELISA. IL6-572G/C was determined by
PCR; amplified DNA fragment was digested with specific BsrbI enzyme. Finally, the
presence or absence of the IL6-572C allele was determined by analyzing the complete
digest product; involves two or more fragments which are then identified according to
their size or length by electrophoresis.
RESULTS: General characteristics of the sample. Clinical characteristics age, years (64
6 10); female gender, n (%) [94 (51)]; evolution of T2DM, years (15 6 8); presence of
hypertension, n (%) [132 (72)]; evolution of hypertension, years (11 6 9). Chronic
kidney disease, n (%) stage 1 [72 (39)], stage 2 [66 (36)] and stage 3 [46 (25)]. Diet
quality, n (%) Healthy diet [24 (13)] and poor diet [160 (87)]. Polymorphism IL6-
572G/C, n (%) genotype G/G [79 (43)] and genotype C/G + C/C [105 (57)]. Serum
concentrations of IL-6, pg/mL [0.9 (0.2-2.6)]. Elevated levels of IL-6 (�5), n (%) [22
(12)] and normal levels of IL-6 (<5), n (%) [162 (88)]. Levels of IL-6 according to the
diet quality, pg/mL Healthy diet [0.4 (0.2-1.8)] and poor diet [0.9 (0.2-2.6)]. Levels of
IL-6 according to the IL6-572G/C polymorphism, pg/mL Genotype G/G [0.8 (0.3-
2.3)] and genotype C/G + C/C [0.4 (0.1-2.0)]
CONCLUSIONS: The interrelationship between healthy diet and IL6-572C allele was
associated with lower IL-6 levels compared to carriers IL6-572G allele independent to
the DQ in patients with T2DM and stages 1-3 CKD.
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INTRODUCTION AND AIMS: Studies have shown a bidirectional relationship
between chronic kidney diseases (CKD) & periodontal diseases. A higher rate of
decayed teeth, missing teeth and filled teeth are also noted in the CKD patients, as
compared to the non-CKD population. Clinical studies are focusing on whether early
treatment of periodontal diseases can delay the progression of CKD. Of clinical signifi-
cance, periodontal disease is treatable, and therefore, is a modifiable risk factor for
CKD patients. Since oral inflammation is an additional risk factor for CKD patients, it
is important to know what induces higher rates of oral inflammatory lesions in CKD
patients. We believe that systemic dysregulation of phosphate homeostasis in CKD
patients promotes oral inflammation.
METHODS: Nutritional uptake is recorded. Salivary and plasma phosphate levels are
determined.
RESULTS: When phosphate content was analyzed, in saliva and plasma,
simultaneously collected from 77 children (10.5 6 1.8 years), a significant increase of
salivary phosphate level was noted in obese children, as compared to children with
normal-weight (ANOVA p < 0.001). Despite increased salivary phosphate content in
obese children, the plasma phosphate levels were normal in the same cohort of chil-
dren. Moreover, a statistically significant association between increased dietary phos-
phate consumption (adjusted with calorie intake) and elevated salivary cytokine level
(IL-1b) was noted in inflammatory oral diseases.
CONCLUSIONS: Summarizing the available information, there is a biological basis to
believe that dysregulation of phosphate homeostasis could adversely affect the oral
functions, by promoting periodontal and systemic inflammation. In addition, the
occurrence of elevated salivary phosphate levels without serum changes (of phosphate
levels) could be of diagnostic value, particularly in identifying the population at risk of
developing CKD or in monitoring evolvement of CKD.
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INTRODUCTION AND AIMS: Persistent organic pollutants (POPs) are well known
endocrine disrupting chemicals reported having an association of various metabolic
diseases. We hypothesized that the POPs levels are increased in the patients with
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